. Apoptosis Profiles of treated mice. A. Representative photomicrographs of cleaved caspase 3 staining in endometriosis lesions (40ox, 10ox inset) from ovariectomized mice treated with vehicle (veh), Ethinylestradiol (EE), Bisphenol A (BPA) 30, 300, or 900 ppm, or Bisphenol AF (BPAF) 30, 300, 900 ppm for 6 weeks. B. Representative photomicrographs of cleaved caspase 3 in endometriosis lesions (400x, 100x inset) from intact mice treated with veh, EE, BPA 30, 300, or 900 ppm, or BPAF 30, 300, 900 ppm for 6 weeks. Cleaved caspase 3 staining was scored by individuals blinded to treatment of the animal and reported for endometriosis lesions from C. ovariectomized mice, and D. intact mice based on the observed percentage of positively stained epithelial cells with the following scale of low (1-5 cells), low/moderate (6-10 cells), moderate (11-20 cells), moderate/strong (21-30 cells), strong (30+ cells). For each category, a numerical value was assigned. Each sample was scored by RLJ, SAL, ADG, and KAB; these scores were averaged to obtain a final score for each sample. The final scores of all samples were then averaged to obtain the final overall score for each treatment group. Scale bars: 400x = 50 µm, 100x inset = 25 µm. No significant differences were observed; p<0.05, one-way ANOVA, followed by one-tailed t-test comparing treatment to vehicle. Error bars represent the standard error of the mean (SEM). 
Ltf

CAGCAGGATGTGATAGCCACAA CACTGATCACACTTGCGCTTCT
Mmp7
GGATGAGTACTGCTGGACTGATGGTGA AGAGTGGCCAAATTCATGGG
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GCGTGTACGGACCCGAAG AGGGATACCCGTCTCCGTG
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ACCATGTCTTGGGGAACGTC ATGCAGGTGAGGTATTCCTGA A. Lesion gene expression of Fmo5 from ovariectomized mice treated with vehicle (veh) (n=11 from 11 mice), Ethinylestradiol (EE) (n=14 from 14 mice), BPA 30 (n=11 from 9 mice), 300 (n=12 from 9 mice), and 900 ppm (n=12 from 9 mice), or BPAF 30 (n=11 from 10 mice), 300 (n=11 from 10 mice), and 900 ppm (n=13 from 10 mice). B. Lesion gene expression of Fmo5 from intact mice treated with veh (n=11 from 6 mice), EE (n=15 from 8 mice), BPA 30 (n=9 from 7 mice), 300 (n=6 from 6 mice), 900 ppm (n=14 from 9 mice) or BPAF 30 (n=15 from 8 mice), 300 (n=12 from 7 mice), 900 ppm (n=10 from 5 mice) were used for each treatment. Gene expression data was normalized to pL7 and each gene was graphed relative to veh. No significant differences were observed; p<0.05, one-way ANOVA, followed by one-tailed t-test comparing treatment to vehicle. Error bars represent the standard error of the mean (SEM). 
